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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
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§aS&& ce&fed By STfc: v : ^^^^P 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. " f 7 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: ^ - V 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, ; J, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A \ 
NOTICE TO COMPLY 




\]#AtMTm£i help: natin2ihelD@uspt^ 
PATENTIN 3.0 e-mail help: patin3heln@uspto.gov or.plwiie^ 

VEfeSION 3.0 PROGRAM , ACCESSIBLE THROOGH tffi U : S: PATENT AND : ; v 7 ' # ; 
TRADEMARK OFFICE WEBSITE SEE BELOW: ; ^<^^'-'-:V , v > 



Checker Version 3.0 

The Checker Version 3.0 application is a statc-of the-art Windows based software program 
.employing ia logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October I ; 1.990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WlPO) Standard ST 25. V 
Checker Version 3,0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTOV 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.go v/web/officcs/pac/checker 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/622,568 



DATE: 02/07/2001 
TIME: 16:12:25 



Input Set : A:\Sj0004.app 

Output Set: N:\CRF3\02072001\l622568.raw 



134 <211> LENGTH: 14 

135 <212> TYPE: DNA 

136 <213> ORGANISM: Artificial Sequence 
138 <220> FEATURE: 



139 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic, " N " 



145 <210> SEQ ID NO: 10 

146 <211> LENGTH: 7 

147 <212> TYPE: PRT 

148 <213> ORGANISM: Oryctolagus cuniculus 

150 <400> SEQUENCE: 10 

151 Ala Phe Trp Thr Glu Leu Trp 

152 1 5 

155 <210> SEQ ID NO: 11 

156 <211> LENGTH: 21 

157 <212> TYPE: DNA 

158 <213> ORGANISM: Oryctolagus cuniculus 

160 <400> SEQUENCE: 11 

161 gcattctgga cagaactatg g ' 21 

163 <210> SEQ ID NO: 12 

164 <211> LENGTH: 21 

165 <212> TYPE: DNA 

166 <213> ORGANISM: Oryctolagus cuniculus 

168 <400> SEQUENCE: 12 

169 ccaaagttca gtccagaaag c 21 

171 <210> SEQ ID NO: 13 

172 <211> LENGTH: 21 

173 <212> TYPE: DNA 

174 <213> ORGANISM : Artificial Sequence 

176 <220> FEATURE: 

177 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic, "N" 

178 is inosine 
180 <400> SEQUENCE: 13 

W--> 181 ccanagttcn gtccagaang c 21 

183 <210> SEQ ID NO: 14 

184 <211> LENGTH: 21 

185 <212> TYPE: DNA 

186 <213> ORGANISM: Artificial Sequence 

188 <220> FEATURE: 

189 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic , " N" 

190 is inosine 
192 <400> SEQUENCE: 14 

W--> 19 3 ccataattcn gtccagaang c 21 

195 <210> SEQ ID NO: 15 

196 <211> LENGTH: 30 

197 <212> TYPE: PRT 

198 <213> ORGANISM: Rattus rattus 



140 is inosine 

142 <400> SEQUENCE: 9 
W--> 14 3 cacccntcng cncc 



14 
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RAW SEQUENCE LISTING DATE: 02/07/2001 

PATENT APPLICATION: US/09/622,568 TIME: 16:12:25 



Input Set : A:\Sj0004.app 

Output Set: N:\CRF3\02072001\I622568.raw 

200 <400> SEQUENCE : 15 

201 Met Trp Leu Cys Ala Leu Ala Leu Ala Ser Leu Ala Ala Cys Thr Ala 

202 1 5 10 15 

204 Trp Gly His Pro Ser Ala Pro Pro Val Val Asp Thr Val Lys 

205 20 25 30 

208 <210> SEQ ID NO: 16 

209 <211> LENGTH: 30 

210 <212> TYPE: PRT 

211 <213> ORGANISM: Rattus sp . 

213 <400> SEQUENCE: 16 

214 Met Trp Leu Cys Ala Leu Val Trp Ala Ser Leu Ala Val Cys Pro He 

215 15 10 15 

217 Trp Gly His Pro Ser Ser Pro Pro Val Val Asp Thr Thr Lys 

218 20 25 30 

221 <210> SEQ ID NO: 17 

222 <211> LENGTH: 30 

223 <212> TYPE: PRT 

224 <213> ORGANISM : Homo sapiens 

226 <400> SEQUENCE: 17 

227 Met Trp Leu Arg Ala Phe He Leu Ala Thr Leu Ser Ala Ser Ala Ala 

228 15 10 15 

230 Trp Gly His Pro Ser Ser Pro Pro Val Val Asp Thr Val His 

231 20 25 30 

234 <210> SEQ ID NO: 18 

235 <211> LENGTH; 3.0 

236 <212> TYPE ; PRT 

237 <213> ORGANISM: Rattus rattus 
239 <400> SEQUENCE: 18 

24 0 Met Arg Leu Tyr Pro Leu Val Trp Leu Phe Leu Ala Ala Cys Thr Ala 
241 15 10 15 

24 3 Trp Gly Tyr Pro Ser Ser Pro Pro Val Val Asn Thr Val Lys 
244 20 25 30 

247 <210> SEQ ID NO: 19 

248 <211> LENGTH: 30 

249 <212> TYPE: PRT 

250 <213> ORGANISM: Mus musculus 

252 <400> SEQUENCE: 19 

253 Met Trp Leu His Ala Leu Val Trp Ala Ser Leu Ala Val Cys Pro He 

254 15 10 15 

256 Leu Gly His Ser Leu Leu Pro Pro Val Val Asp Thr Thr Gin 

257 20 25 30 

260 <210> SEQ ID NO: 20 

261 <211> LENGTH: 1717 

262 <212> TYPE: DNA 

263 <213> ORGANISM: Oryctolagus cuniculus 

265 <400> SEQUENCE: 20 

266 gaattctgcc atgtggctct gtgcattggc cctggcctct ctcgccgctt gcacggcttg 60 

267 ggggcacccg tctgcaccac ctgtggtaga tactgtgcat ggcaaagtcc tggggaagtt 120 

268 cgtcagctta gaaggatttg cacagcccgt ggccgtcttc ctgggagtcc ccttcgccaa 180 
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1 DATE- 02/07/2001 

RAW SEQUENCE LISTING DATE ^ ' 

PATENT APPLICATION: US/09/622,56 8 TIME 

Input Set : A:\Sj0004.app 

Output Set: N:\CRF3\02072001\I622568.raw 

- 5=2 = =1 iiiS FS S i 
i S Eii EE 5» SES Ss i 

274 ttctgcccat gagaacgtgg tggtggtgac «ttcagtac ^ctgggca ^ 

,„ 0,-,-cactcaca qqagatgagc acagccgagg gaactggggt cacttggacc ajyuyy y 

6 gSgtggtgg 9tccagga g ca acattgccaa ctttggaggg gacccaggct ctgtgaccat 

277 ctttggagag tcagcaggag gtcaaagtgt ctctatcctt ^attatccc ccctg 

?7R aaatctcttc catcgagcaa tttccgagag tggcgtggcc ctcctttcca gtctctxcag 

S ==? ESI S5S SiS IE S i=£ s 

2B5 Ttgt fa t SaSS £tcLtg?c tctaaggagc tgactccagt 1200 

III ggcScSg St 9 a tt g ag gagggacaga t = c _g acttgttcct «60 

s; ssss ssss -™ c„t s= 

289 catgagaccc aagacagtga taggggacca tggagatgag ^cttctctg £-999 i5oo 

290 cccgttttta aaagagggtg ccacagaaga W^gatcaaa Jgagcaaga tgg g g 

291 atactgggcc aactttgcta ggaatgggaa tcccaatgga ^agggcttc etc gg 

oqo .^fafaac tacaaqqaag gttacctgea gattggagee accacocdyy ^ y j 

293 actgaaSc aaggaagtgg ctttctggac tgagctctgg gecaaggagg cagcaaggcc 1680 

294 aegtgagaca gagcacattg agctgtgaat tgaattc 

296 <210> SEQ ID NO: 21 

297 <211> LENGTH: 565 

298 <212> TYPE: PRT 

299 <213> ORGANISM: Oryctolagus cunxculus 

301 <400> SEQUENCE: 21 , A1 

3 02 Met Trp Leu Cys Ala Leu Ala Leu Ala Ser Leu Ala Ala Cys Thr 



305 Trp Gly His Pro Ser Ala Pro Pro Val Val Asp Thr Val His Gly Lys 

303 Val Leu Gly Lys Phe Val Ser Leu Gxu Gly Phe Ala Gin Pro Val Ala 

fir Val Phe Leu Gly Val Pro Phe Ara Lys Pro Pro Leu Gly Ser Leu Arg 

55 • 

3" Phe Ala Pro Pro Gin Pro Ala Glu Ser Trp Ser His Val Lys Asn Thr 

111 Thr Ser Tyr Pro Pro Met Cys Ser Gin Asp Ala Val Ser Gly His Met 

~ ^ 90 



318 



320 Leu Ser Glu Leu Phe Thr Asn Arg Lys Glu Asn lie Pro Leu Lys Phe 
323 Ser Glu Asp CyS Leu Tyr Leu Asn Ue Tyr Thr Pro Ala Asp Leu Thr 



326 Lys Arg Gly Arg Leu Pro Val Met Val Trp lie His Gly Gly Gly Leu 

327 130 135 140 
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VERIFICATION SUMMARY DATE • 02/07/2001 

PATENT APPLICATION: US/09/622,568 TIME: 16:12:26 

Input Set : A:\Sj0004.app 

Output Set: N:\CRF3\02072001\I622568.raw 

L:2 M:270 C: Current Application Number differs, Replaced Current Application No 
L:2 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:2 M:283 W: Missing Blank Line separator, <160> field identifier 
L:0 M:201 W: Mandatory field data missing, APPLICANT NAME 
L:0 M:201 W: Mandatory field data missing, TITLE INVENTION 
•L:0 M:201 W: Mandatory field data missing, FILE REFERENCE 
L:20 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 1 
(46) "n" or "Xaa" used: Feature required, for SEQ ID# : 1 
Mandatory Feature missing, <223> not found for SEQ ID# ■ 1 
M:340 Repeated in SeqNo=l 

L:26 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#-1 
L:131 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 8 
L:131 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID* ■ 8 
L:131 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID* -8 
L:143 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# ■ 9 
L:143 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID* • 9 
L:143 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 9 
L:181 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:13 
L:181 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID* • 13 
L:181 M:340 W: (46) " n " or "Xaa" used: Feature required, for SEQ ID*: 13 
L:193 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID* -14 
L:193 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID* -14 
L:193 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID* -14 



L: 20 M: 340 W 
L:23 M:258 W 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/622,568 
Input Set : A:\Sj0004.app 

Output Set: N:\CRF3\02072001\I622568.raw 

<140> CURRENT APPLICATION NUMBER: US/09/622,568 
<141> CURRENT FILING DATE: 2000-08-31 
<160> NUMBER OF SEQ ID: 26 



DATE: 02/07/2001 
TIME: 16:12:25 



9 
11 
12 
13 
15 
16 
17 
19 

W--> 20 



pionT ^" 



2.0 



<110> APPLICANT: 
<120> TITLE INVENTION: 
<130> FILE REFERENCE: 

<170> SOFTWARE: Patentln Ver . 
<210> SEQ ID NO: 1 
<211> LENGTH: 34 
<212> TYPE: PRT 

<213> ORGANISM: Oryctolagus cuniculus 
<220> FEATURE: 
<221> NAME/KEY: UNSURE 
<222> LOCATION: (7) ^ 
<220> FEATURE : . 
<221> NAME/KEY: UNSURE 
<222> LOCATION: (33) 
<4 00> SEQUENCE: 1 / 

His Pro Ser Ala Pro Val Xaa Val Asp Thr Val His Gly Lys Val Leu 

15 10 15 

Gly Lys Phe Val Ser^Xaa\ Glu Gly Phe Ala Gin Pro Val Ala Lys Phe 

y 20 ^ ^ ^ 

Xaa Gly 

<210> SEQ ID NO: 

<211> LENGTH : 36 1/ JL J. >^ 

<212> TYPE: PRT A <t &-f nOS/fOi^ 

<213> ORGANISM: Oryctolagus cuniculus 
<400> SEQUENCE: 2 

His Pro Ser Ala Pro Pro Val Val Asp Thr Val Lys Gly Lys Val Leu 




10 



15 



Gly Lys Phe Val Ser Leu Glu Gly Phe Ala Gin Pro Val Ala Val Phe 



20 

Leu Gly Val Pro 
35 

<210> SEQ ID NO: 3 

<211> LENGTH: 54 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 3 



25 



30 



52 


Met Trp 


Leu 


Arg 


Ala 


Phe 


He 


Leu 


Ala 


Thr 


Leu 


Ser 


Ala 


Ser 


Ala 


Ala 


53 


1 






5 










10 










15 




55 


Trp Gly 


His 


Pro 


Ser 


Ser 


Pro 


Pro 


Val 


Val 


Asp 


Thr 


Val 


His 


Gly 


Lys 


56 






20 










25 










30 






58 


Val Leu 


Gly 


Lys 


Phe 


Val 


Ser 


Leu 


Glu 


Gly 


Phe 


Ala 


Gin 


Pro 


Val 


Ala 


59 




35 










40 










45 








61 


He Phe 


Leu 


Gly 


He 


Pro 























62 



50 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/622,568 



DATE: 02/07/2001 
TIME: 16:12:25 



Input Set : A:\Sj0004.app 

Output Set: N:\CRF3\02072001\I622568.raw 



65 <210> SEQ ID NO: 4 

66 <211> LENGTH: 54 

67 <212> TYPE: PRT 

68 <213> ORGANISM: Rattus rattus 

70 <400> SEQUENCE: 4 

71 Met Trp Leu Cys Ala Leu Val Trp Ala Ser Leu Ala Val Cys Pro lie 

72 1 5 10 15 

74 Trp Gly His Pro Ser Ser Pro Pro Val Val Asp Thr Thr Lys Gly Lys 

75 20 25 30 

77 Val Leu Gly Lys Tyr Val Ser Leu Glu Gly Phe Thr Gin Pro Val Ala 

78 35 40 45 
80 Val Phe Leu Gly Val Pro 

81- 50 

84 <210> SEQ ID NO: 5 

85 <211> LENGTH: 54 

86 <212> TYPE: PRT 

87 <213> ORGANISM: Mus musculus 
. 89 <400> SEQUENCE: 5 

90 Met Trp Leu His Ala Leu Val Trp Ala Ser Leu Ala Val Cys Pro lie 

91 1 5 10 15 

93 Leu Gly His Ser Leu Leu Pro Pro Val Val Asp Thr Thr Gin Gly Lys 

94 20 25 30 

96 Val Leu Gly Lys Tyr He Ser Leu Glu Gly Phe Glu Gin Pro Val Ala 

97 35 40 45 

99 Val Phe Leu Gly Val Pro 

100 50 

103 <210> SEQ ID NO: 6 

104 <211> LENGTH: 5 

105 <212> TYPE: PRT 

106 <213> ORGANISM: Oryctolagus cuniculus 
103 <400> SEQUENCE: 6 

109 His Pro Ser Ala Pro 

110 1 5 

113 <210> SEQ ID NO: 7 

114 <211> LENGTH: 14 

115 <212> TYPE: DNA 

116 <213> ORGANISM: Oryctolagus cuniculus 

118 <400> SEQUENCE: 7 

119 cacccaagcg cacc 14 

121 <210> SEQ ID NO: 8 

122 <211> LENGTH: 14 

123 <212> TYPE: DNA 

124 <213> ORGANISM: Artificial Sequence 

126 <220> FEATURE: 

127 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic , " N" 

128 is inosine ^ 
130 <400> SEQUENCE: 8 

W--> 1J31 cacccnagcg cncc 14 
133 <210> SEQ ID NO: 9 
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